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12 <150> PRIOR APPLICATION NUMBER: JP 11/240642 

13 <151> PRIOR FILING DATE: 1999-08-27 
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18 <160> NUMBER OF SEQ ID NOS : 8 

20 <170> SOFTWARE: Patentln Ver. 2.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 1731 

24 <212> TYPE: DNA 
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Leu 


Arg 


241 




435 








440 










445 








242 


Leu 


He Gly Gly 


Glu 


Pro 


Leu 


Val 


Ser 


Leu 


Pro 


Ala 


Phe 


Phe 


His 


Tyr 
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243 




450 










455 










460 












244 


Pro 


Met 


Tyr 


Thr Asp 


Gly 


Val 


Gin 


Tyr 


Phe 


Pro 


Phe 


Arg 


Thr 


Thr 


Ala 




245 


465 










470 










475 










480 




246 


Met 


Leu 


Ser 


Ser 


Met 


Ala 


Thr 


He 


Tyr 


He 


Val 


Ser 


He 


Gin 


Ser 


Glu 




247 










485 










490 










495 






248 


Lys 


Leu 


Phe 


Lys 


Ser 


Gly 


Arg 


Leu 


Ser 


Pro 


Glu 


Trp 


Asp 


Val 


Met 


Gly 




249 








500 










505 










510 








250 


Cys 


Val 


Val 


Asn 


He 


Pro 


He 


Asp 


His 


Val 


Pro 


Leu 


Pro 


Ser 


Asp 


Val 




251 






515 










520 










525 










252 


Ser 


Phe 


Ala 


Val 


Ser 


Ser 


Glu 


Thr 


Leu 


Asn 


Met 


Lys 


Ala 


Pro 


Asn 


Gly 




253 




530 










535 










540 












254 


Thr 


Pro 


Ala 


Pro 


Val 


His 


Pro 


Asn 


Gin 


Gin 


Pro 


Ser 


Asp 


Glu 


Asn 


Thr 




255 


545 










550 










555 










560 




256 


Leu 


Leu 


His 


Pro 


Tyr 


Ser 


Asp 


Gin 


Ser 


Tyr 


Tyr 


Ser 


Thr 


Asn 


Ser 


Asn 




257 










565 










570 










575 






261 


<210> SEQ ID NO: 


: 3 


























262 


<211> LENGTH: 1743 


























263 


<212> TYPE: 


DNA 




























264 


<213> ORGANISM: 


Rattus norvegicus 


















266 


<220> FEATURE: 




























267 


<221> NAME/KEY: 


CDS 


























268 


<222> LOCATION: 


(1) 


. . (1743) 






















270 


<400> SEQUENCE: 


3 


























271 


atg 


cct 


ttc 


cat 


gta 


gaa 


gga 


eta 


gta 


gcg 


att 


ate 


ctg 


ttc 


tac 


ctt 


48 


272 


Met 


Pro 


Phe 


His 


Val 


Glu 


Gly 


Leu 


Val 


Ala 


He 


He 


Leu 


Phe 


Tyr 


Leu 




273 


1 








5 










10 










15 






275 


ctt 


ata 


ttt 


ctg 


gtt 


gga 


ata 


tgg 


get 


gca 


tgg 


aaa 


acc 


aaa 


aac 


age 


96 


276 


Leu 


He 


Phe 


Leu 


Val 


Gly 


He 


Trp 


Ala 


Ala 


Trp 


Lys 


Thr 


Lys 


Asn 


Ser 




277 








20 










25 










30 








279 


ggt 


aat 


gca 


gaa 


gaa 


cgc 


age 


gaa 


gee 


ate 


ata 


gtt 


ggg 


ggc 


cga 


gac 


144 


280 


Gly 


Asn 


Ala 


Glu 


Glu 


Arg 


Ser 


Glu 


Ala 


He 


He 


Val 


Gly 


Gly 


Arg 


Asp 




281 






35 










40 










45 










283 


att 


ggt 


ttg 


ttg 


gtt 


ggt 


ggt 


ttt 


acc 


atg 


aca 


gee 


acc 


tgg 


gtt 


gga 


192 


284 


He 


Gly 


Leu 


Leu 


Val 


Gly 


Gly 


Phe 


Thr 


Met 


Thr 


Ala 


Thr 


Trp 


Val 


Gly 




285 




50 










55 










60 












287 


gga 


ggt 


tac 


ate 


aac 


ggg 


aca 


get 


gaa 


gca 


gtt 


tat 


ggg 


cca 


ggt 


tgt 


240 


288 


Gly 


Gly 


Tyr 


He 


Asn 


Gly 


Thr 


Ala 


Glu 


Ala 


Val 


Tyr 


Gly 


Pro 


Gly 


Cys 




289 


65 










70 










75 










80 




291 


ggt 


eta 


get 


tgg 


get 


cag 


gca 


ccc 


att 


gga 


tat 


tct 


ctg 


agt 


ctg 


att 


288 


292 


Gly 


Leu 


Ala 


Trp 


Ala 


Gin 


Ala 


Pro 


He 


Gly 


Tyr 


Ser 


Leu 


Ser 


Leu 


He 




293 










85 










90 










95 






295 


tta 


ggt 


ggc 


ctg 


ttt 


ttt 


gca 


aaa 


cct 


atg 


cgt 


tec 


aag 


gga 


tat 


gtg 


336 


296 


Leu 


Gly 


Gly 


Leu 


Phe 


Phe 


Ala 


Lys 


Pro 


Met 


Arg 


Ser 


Lys 


Gly 


Tyr 


Val 




297 








100 










105 










110 








299 


act 


atg 


tta 


gac 


ccg 


ttt 


caa 


cag 


ate 


tat 


gga 


aag 


cgc 


atg 


ggt 


ggg 


384 


300 


Thr 


Met 


Leu 


Asp 


Pro 


Phe 


Gin 


Gin 


He 


Tyr 


Gly 


Lys 


Arg 


Met 


Gly 


Gly 




301 






115 










120 










125 










303 


ctg 


ctg 


ttc 


ate 


cct 


gca 


ctg 


atg 


gga 


gag 


atg 


ttc 


tgg 


get 


gca 


gca 


432 


304 


Leu 


Leu 


Phe 


He 


Pro 


Ala 


Leu 


Met 


Gly 


Glu 


Met 


Phe 


Trp 


Ala 


Ala 


Ala 
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